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<210> 1 
<211> 906 
<212> DNA 



<213> Pectobacteri um 


cypripedii 


DC416 








<4UU> 1 

atgaccgccc 


atgtcgatac 


cacagcaagc 


caggaaagcg 


atctccttca 


gttgcatcac 


60 


gcattgcagg 


cccatcttga 


acatttattg 


cctgccgggc 


agcaggccga 


tcgcgttcgg 


120 


gccgccatgc 


gtgccggcac 


gctggcaccg 


ggcaaacgta 


ttcgtccgct 


cttgctgctg 


180 


ctggcagcac 


gcgatatggg 


ctgtgacgtg 


gcgcagcagg 


gcatccttga 


tcttgcctgt 


240 


gcggtcgaaa 


tggtgcacgc 


tgcctcactg 


atcctcgacg 


acattccatc 


aatggataac 


300 


gcccggatgc 


gacgtgggcg 


cccggcaatc 


cactgtgaat 


atggggaaaa 


cgtggcgatc 


360 


ctggcagcgg 


tcgcgctact 


cagccgcgcc 


tttgaggtga 


ttgccctcgc 


gccgggtctg 


420 


ccagcaacgc 


acaaagccga 


agccattgcc 


gagctctcct 


ctgccgtggg 


cctgcaggga 


480 


ctggttcagg 


gtcagttcca 


ggatctgcat 


gacggcgcac 


acagccgcag 


tccggaagcc 


540 


atcaccctga 


ccaatgaact 


gaaaaccagc 


gtcctgtttc 


gcgccacgct 


gcagatggcg 


600 


gcgattgcgg 


ccgatgcgtc 


agtgcaggta 


cgtcagcgtt 


taagctattt 


tgcgcaggat 


660 


ttaggtcagg 


ctttccagtt 


actggacgac 


ctggcggatg 


gctctaagca 


caccggcaag 


720 


gactgtcatc 


aggatcaggg 


caaatccacg 


ctggtgcaga 


tgctgggccc 


ggaaggggct 


780 


gagcgtcgtc 


tgcgcgacca 


tctaagcagc 


gccgatgcac 


accttgcctg 


cgcctgccat 


840 


cgcggtgtcg 


ccacccgtca 


atatatgcac 


gccctgttta 


atcaacagct 


ggcgatgttc 


900 


aactga 












906 


<210> 2 
<211> 301 
<212> PRT 

<213> Pectobacteri um 


cypripedii 


DC416 









<400> 2 

Met Thr Ala His val Asp Thr Thr Ala Ser Gin Glu Sen Asp Leu Leu 
15 10 15 
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Gin Leu His His Ala Leu Gin Ala His Leu Glu His Leu Leu Pro Ala 
20 25 30 

Gly Gin Gin Ala Asp Arg Val Arg Ala Ala Met Arg Ala Gly Thr Leu 
35 40 45 

Ala Pro Gly Lys Arg lie Arg Pro Leu Leu Leu Leu Leu Ala Ala Arg 
50 55 60 

Asp Met Gly cys Asp val Ala Gin Gin Gly lie Leu Asp Leu Ala cys 
65 70 75 80 

Ala Val Glu Met Val His Ala Ala ser Leu lie Leu Asp Asp lie Pro 
85 90 95 

Ser Met Asp Asn Ala Arg Met Arg Arg Gly Arg pro Ala lie His Cys 
100 105 110 

Glu Tyr Gly Glu Asn Val Ala lie Leu Ala Ala val Ala Leu Leu ser 
115 120 125 

Arg Ala Phe Glu val lie Ala Leu Ala Pro Gly Leu Pro Ala Thr His 
130 135 140 

Lys Ala Glu Ala lie Ala Glu Leu Ser ser Ala val Gly Leu Gin Gly 
145 150 155 160 

Leu Val Gin Gly Gin Phe Gin Asp Leu His Asp Gly Ala His ser Arg 
165 170 175 

Ser Pro Glu Ala lie Thr Leu Thr Asn Glu Leu Lys Thr ser val Leu 
180 185 190 

Phe Arg Ala Thr Leu Gin Met Ala Ala lie Ala Ala Asp Ala Ser Val 
195 200 205 

Gin val Arg Gin Arg Leu Ser Tyr Phe Ala Gin Asp Leu Gly Gin Ala 
210 215 220 

Phe Gin Leu Leu Asp Asp Leu Ala Asp Gly Ser Lys His Thr Gly Lys 
225 230 235 240 

Asp Cys His Gin Asp Gin Gly Lys Ser Thr Leu val Gin Met Leu Gly 
245 250 255 

Pro Glu Gly Ala Glu Arg Arg Leu Arg Asp His Leu Ser Ser Ala Asp 
260 265 270 

Ala His Leu Ala cys Ala Cys His Arg Gly val Ala Thr Arg Gin Tyr 
275 280 285 



Page 2 



Met His Ala Leu Phe Asn Gin Gin Leu Ala Met Phe Asn 
290 295 300 



<210> 3 
<211> 1278 
<212> DNA 

<213> Pectobacteri um 












<400> 3 
atggggcatt 


ttgccgttat 


tgcgccaccg 


ctctacagcc 


actttcacgc 


attgcaggcg 


60 


ctggcgcaaa 


cgctgctggc 


gcgcggacat 


cgcatcacct 


ttatccagca 


aagtgatgca 


120 


cgcaccttgc 


tgagcgacga 


gcgcattgcc 


tttgtggccg 


tcggcgagcg 


cacgcatcct 


180 


gccggatcgc 


tctccagcga 


actcaggcgg 


ctggccgcac 


cgggcgggct 


gtcgctgttt 


240 


cgcgtgattc 


acgatctggc 


cagcaccacc 


gatatgctat 


gccgcgaact 


gcccgcggtg 


300 


ctgcaacggc 


tgcaggtcga 


tggcgtgatt 


gccgatcaaa 


tggaagcggc 


tggtggtctg 


360 


gtggcagagg 


cgttacagct 


gccgttcgtg 


tcggtggcct 


gcgcgctgcc 


ggtcaatcgc 


420 


gaagcggcca 


ttccgctggt 


ggtgatgccc 


tttcgctttg 


ctcaggatga 


gaaagcgctg 


480 


cagcgctatc 


aggccagcag 


tgacatctac 


gaccgcatca 


tgcgtcgtca 


tggcgctgtc 


540 


atcgctcgtc 


atgcgcgcgc 


cttcggcctg 


cccgaacgcc 


atggcttaca 


tcagtgtctg 


600 


tcgccgctgg 


cgcaaatcag 


tcagctggtg 


cccgcttttg 


attttccacg 


ccagcaactg 


660 


ccagcctgct 


atcacagcgt 


gggtccgctg 


cggactccag 


ttgctagcgg 


cgcgctcgcc 


720 


gcaccctggc 


cagcgctgcg 


ccagccggtg 


gtgtatgcct 


cgctgggcac 


gctacagggg 


780 


catcgctttc 


gcctgtttct 


gcatctggct 


caggcctgcc 


gcaatcagca 


gctgtcgctg 


840 


gtggtggcac 


actgtggcgg 


gttgaccgcc 


agccaggcac 


atcagctcag 


actggccggt 


900 


gctgcgtggg 


tgaccgattt 


tgtggatcag 


cgggcggcgc 


tgcagcatgc 


gcaactgttt 


960 


atcactcacg 


ccggtctgaa 


cagtgcgctg 


gaagcactgg 


agtgtggcac 


gccgatgctg 


1020 


gcgctgccga 


tcgccttcga 


tcagcccggc 


gtggcggcac 


gtattgagtg 


gcacggcgtc 


1080 


ggccggcgcg 


cctcacgttt 


cagccgggtc 


gcgcagctgg 


agcaccacct 


gcaacagttg 


1140 


ctgagtgacg 


atcgctatcg 


tctgcgcatg 


tcagccattc 


aggcgcagct 


gcagcgggcc 


1200 


ggtggctgta 


cgcgcgcggc 


tgatattgtc 


gagcaggcgc 


tgtgtcagca 


gcaaatcgtg 


1260 


ctggcggagg 


ccacctga 










1278 


<210> 4 
<211> 425 
<212> PRT 

<213> Pectobacteri um 


cypri pedii 


DC416 









<400> 4 

Met Gly His Phe Ala val lie Ala Pro Pro Leu Tyr ser His Phe His 
15 10 15 

Ala Leu Gin Ala Leu Ala Gin Thr Leu Leu Ala Arg Gly His Arg lie 
20 25 30 
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Thr Phe lie Gin Gin Ser Asp Ala Arg Thr Leu Leu Ser Asp Glu Arq 
35 40 45 

lie Ala Phe val Ala Val Gly Glu Arg Thr His Pro Ala Gly Ser Leu 
50 55 60 

Ser Ser Glu Leu Arg Arg Leu Ala Ala Pro Gly Gly Leu ser Leu Phe 
65 70 75 80 

Arg val lie His Asp Leu Ala Ser Thr Thr Asp Met Leu Cys Arg Glu 
85 90 95 

Leu Pro Ala val Leu Gin Arg Leu Gin val Asp Gly Val lie Ala Asp 
100 105 110 

Gin Met Glu Ala Ala Gly Gly Leu val Ala Glu Ala Leu Gin Leu Pro 
115 120 125 

Phe val Ser Val Ala Cys Ala Leu Pro val Asn Arg Glu Ala Ala lie 
130 135 140 

Pro Leu val val Met Pro Phe Arg Phe Ala Gin Asp Glu Lys Ala Leu 
145 150 155 160 

Gin Arg Tyr Gin Ala Ser ser Asp lie Tyr Asp Arg lie Met Arg Arg 
165 170 175 

His Gly Ala val lie Ala Arg His Ala Arg Ala Phe Gly Leu Pro Glu 
180 185 190 

Arg His Gly Leu His Gin cys Leu Ser Pro Leu Ala Gin lie Ser Gin 
195 200 205 

Leu Val Pro Ala Phe Asp Phe Pro Arg Gin Gin Leu Pro Ala Cys Tyr 
210 215 220 

His Ser val Gly Pro Leu Arg Thr Pro val Ala Ser Gly Ala Leu Ala 
225 230 235 240 

Ala Pro Trp Pro Ala Leu Arg Gin Pro val val Tyr Ala ser Leu Gly 
245 250 255 

Thr Leu Gin Gly His Arg Phe Arg Leu Phe Leu His Leu Ala Gin Ala 
260 265 270 

Cys Arg Asn Gin Gin Leu Ser Leu Val val Ala His cys Gly Gly Leu 
275 280 285 

Thr Ala Ser Gin Ala His Gin Leu Arg Leu Ala Gly Ala Ala Trp val 
290 295 300 
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Thr Asp Phe val Asp Gin Arg Ala Ala Leu Gin His Ala Gin Leu Phe 
305 310 315 320 

lie Thr His Ala Gly Leu Asn Ser Ala Leu Glu Ala Leu Glu Cys Gly 
325 330 335 

Thr Pro Met Leu Ala Leu Pro lie Ala Phe Asp Gin pro Gly val Ala 
340 345 350 

Ala Arg lie Glu Trp His Gly val Gly Arg Arg Ala Ser Arg Phe Ser 
355 360 365 

Arg Val Ala Gin Leu Glu His His Leu Gin Gin Leu Leu Ser Asp Asp 



Arg Tyr Arg Leu Arg Met Ser Ala lie Gin Ala Gin Leu Gin Arg Ala 

385 390 395 400 

Gly Gly cys Thr Arg Ala Ala Asp lie val Glu Gin Ala Leu Cys Gin 

405 410 415 

Gin Gin lie val Leu Ala Glu Ala Thr 
420 425 

<210> 5 
<211> 1167 
<212> DNA 

<213> Pectobacterium cypripedii DC416 
<400> 5 

atgcgcgcac cttatgatgt cattctggtc ggtgccggcc tggctaacgg gctgattgcg 60 

ctgcgtttac gccagctgca gcccgcactt aaggttttgc tactggagag tcaggcgcag 120 

ccggccggca atcatacctg gtcgttccat cgcgaagacg tcagcgaagc gcagtttcgc 180 

tggctcgagc cgctgctttc ggcgcgctgg cccggttatc aggtacgctt ccccaccctg 240 

cgtcgccagc .tggatggtga atattgctcg attgcctcgg aggattttgc ccggcactta 300 

cagcaggtgc tcggtgccgc gctacgcacc gcagcgccgg tcagcgaggt ctcacccacc 360 

ggggtcagac tggcggatgg cgggatgtta caggcgcagg cggtgattga cggacgcggg 420 

ctgcagccga caccgcatct gcagctcggc tatcaggcat ttgtcggtca ggagtggcaa 480 

ctggccgcgc cgcatggcct gcagcagcca atattgatgg acgccagcgt cgatcagcag 540 

cagggttatc gctttgttta caccctgccg ctcagtgcca gccgtttact gattgaagat 600 

acccactaca tcaaccatgc cacgctggat gccgcacagg cgcgccgtca cattacggat 660 

tatgcccacc agcgcggctg gaatttgcgc cagctgctgc gcgaggagca cggctcgctg 720 

ccgatcacgc tcagcggcga tatcgatcag ttctggcaac agcagcacgg gcaaccgtgc 780 

agcgggctgc gcgccggact gtttcacgcc accaccggtt actcgctgcc cgccgcggtg 840 

gcgctggcgg agaagattgc cagcacgctg cccgccgacg ctcacacgct gagccactgc 900 
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atcgaatcct 


ttgcccgtca 


gcactggcgc 


gagcagcgct 


ttttccgtct 


gttaaatcgc 


960 


atgctgtttc 


ttgccggacg 


gcctgaacag 


cactaQCQca 


liaatigcagcg 


tttiti'taccaa 

w ^ V* W W V* Vi* \^ Vf 


1020 


cttgacgccg 


gattgattag 


ccgcttttac 


gccgggcaac 


tgcgcctcag 


cgataaagca 


1080 


cgcattctgt 


gcggcaaacc 


gccggtccct 


ctcggcgaag 


cgctgcgcgc 


attgatgatg 


1140 


acctctccgt 


taccagggaa 


gaaataa 








1167 


<210> 6 
<211> 388 
<212> PRT 

<213> Pectobacteri urn 


cypripedii 


DC416 









<400> 6 

Met Arg Ala Pro Tyr Asp val lie Leu Val Gly Ala Gly Leu Ala Asn 
15 10 15 

Gly Leu lie Ala Leu Arg Leu Arg Gin Leu Gin Pro Ala Leu Lys Val 
20 25 30 

Leu Leu Leu Glu Ser Gin Ala Gin Pro Ala Gly Asn His Thr Trp ser 
35 40 45 

Phe His Arg Glu Asp val Ser Glu Ala Gin Phe Arg Trp Leu Glu Pro 
50 55 60 

Leu Leu ser Ala Arg Trp Pro Gly Tyr Gin val Arg Phe Pro Thr Leu 
65 70 75 80 

Arg Arg Gin Leu Asp Gly Glu Tyr Cys Ser lie Ala Ser Glu Asp Phe 
85 90 95 

Ala Arg His Leu Gin Gin val Leu Gly Ala Ala Leu Arg Thr Ala Ala 
100 105 110 

Pro val Ser Glu val ser Pro Thr Gly val Arg Leu Ala Asp Gly Gly 
115 120 125 

Met Leu Gin Ala Gin Ala val lie Asp Gly Arg Gly Leu Gin Pro Thr 
130 135 140 

Pro His Leu Gin Leu Gly Tyr Gin Ala Phe Val Gly Gin Glu Trp Gin 
145 150 155 160 

Leu Ala Ala Pro His Gly Leu Gin Gin Pro lie Leu Met Asp Ala Ser 
165 170 175 

Val Asp Gin Gin Gin Gly Tyr Arg Phe Val Tyr Thr Leu Pro Leu Ser 
180 185 190 

Ala ser Arg Leu Leu lie Glu Asp Thr His Tyr lie Asn His Ala Thr 
195 200 205 
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Leu Asp Ala Ala Gin Ala Arg Arg His lie Thr Asp Tyr Ala His Gin 
210 215 220 

Arg Gly Trp Asn Leu Arg Gin Leu Leu Arg Glu Glu His Gly Ser Leu 
225 230 235 240 

Pro lie Thr Leu Ser Gly Asp lie Asp Gin Phe Trp Gin Gin Gin His 
245 250 255 

Gly Gin Pro Cys Ser Gly Leu Arg Ala Gly Leu Phe His Ala Thr Thr 
260 265 270 

Gly Tyr Ser Leu Pro Ala Ala val Ala Leu Ala Glu Lys lie Ala ser 
275 280 285 

Thr Leu Pro Ala Asp Ala His Thr Leu Ser His Cys lie Glu Ser Phe 
290 295 300 

Ala Arg Gin His Trp Arg Glu Gin Arg Phe Phe Arg Leu Leu Asn Arg 
305 310 315 320 

Met Leu Phe Leu Ala Gly Arg Pro Glu Gin Arg Trp Arg val Met Gin 
325 330 335 

Arg Phe Tyr Arg Leu Asp Ala Gly Leu lie Ser Arg Phe Tyr Ala Gly 
340 345 350 

Gin Leu Arg Leu Ser Asp Lys Ala Arg lie Leu Cys Gly Lys Pro Pro 
355 360 365 

val Pro Leu Gly Glu Ala Leu Arg Ala Leu Met Met Thr ser Pro Leu 
370 375 380 

Pro Gly Lys Lys 
385 

<210> 7 
<211> 1482 
<212> DNA 

<213> Pectobacterium cypripedii DC416 
<400> 7 

atgaaacgca cctatgtgat tggcgcaggc ttcggtggcc tggcgctggc gattcgtctg 60 
caagcggccg gcgtgccggt cacgctgctg gaacagcgcg ataagcctgg cgggcgcgcc 120 
tatgtgtatc aggatcaggg ttttaccttt gatgccggtc cgacggtgat taccgatccc 180 
agcgctatcg aggcgctgtt tacgctggca ggcaagcaac tcagtgatta tgtcgacctg 240 
atgccggtga cgccatttta tcgcctgtgc tgggaagacg gcaggcagct ggactacgac 300 
aacaatcagg cgcagctgga gcagcagatt gccactttta atccccagga tgtcgccggt 360 
taccgccagt ttctggccta ttcacaggat gtgtttcgtg agggctatct gaaactgggc 420 
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accgtacctt ttctgcattt ccgcgacatg ctgcgtgccg ggccacagct gggtcggctg 480 

caggcctggc gcagtgtcta cagcatggtg gcgaaattta ttcatgacga tcatctgcgc 540 

caggcttttt cctttcactc gttgctggtc ggcggtaatc cttttgcaac gtcttcgatc 600 

tataccttaa ttcacgcact ggagcgcgaa tggggcgtgt ggtttccgcg cggcggtacc 660 

ggtgcgctgg ttgatggcat ggcgcggctg tttcgcgatt tgggcggtga actgctgctc 720 

aacgccgaag tcagccagct ggagaccgag ggtaaccgca tcagcggtgt ccagctgaag 780 

gatgggcgcc gttttgccgc cgccgccgtt gcgtcaaatg ctgacgtggt gcatacctac 840 

gatcgcctgt taagccagca tcctgcggcg cgtaaacgcg cggcaacgct gaagcgcaag 900 

cggatgagca actcgctgtt tgtactctat tttggtctta atcatgccca cccgcagctg 960 

gcgcaccaca cggtgtgctt tggtccgcgc tatcgtgaat tgatcgatga gatcttcaat 1020 

agcagccagc tggcggaaga tttctcgctg tatctgcatg cgccctgctc cagcgatccg 1080 

tcgctggcac cggcgggctg cggcagtttt tacgtgctgg cgccggtgcc gcatctcggt 1140 

accgccgcaa ttgactggca acaggaaggg ccgcgcttgc gcgatcgcat ttttgcttat 1200 

ctggaggagc actatatgcc gggtctgcga cagcagttag tgacacaccg tatgtttacg 1260 

ccgtttgatt ttcgcgacac gctgcacgcg catcagggct cagcgttttc gctcgaaccc 1320 

attttgacgc aaagcgcctg gttccggccg cataaccgcg atgccgacat tactaacctt 1380 

tatctggtgg gggctggcac gcatcccggt gccggtgtgc caggcgtgat cggctccgcg 1440 

aaagcgaccg cccagctgat ggtggaggat ctgaccggat ga 1482 

<210> 8 
<211> 493 
<212> PRT 

<213> Pectobacterium cypripedii DC416 
<400> 8 

Met Lys Arg Thr Tyr val lie Gly Ala Gly Rhe Gly Gly Leu Ala Leu 



Ala lie Arg Leu Gin Ala Ala Gly val Pro val Thr Leu Leu Glu Gin 
20 25 30 

Arg Asp Lys Pro Gly Gly Arg Ala Tyr val Tyr Gin Asp Gin Gly Phe 
35 40 45 

Thr Phe Asp Ala Gly Pro Thr val lie Thr Asp Pro ser Ala lie Glu 

50 55 60 

Ala Leu Phe Thr Leu Ala Gly Lys Gin Leu ser Asp Tyr val Asp Leu 

65 70 75 80 

Met Pro Val Thr Pro Phe Tyr Arg Leu Cys Trp Glu Asp Gly Arg Gin 

85 90 95 

Leu Asp Tyr Asp Asn Asn Gin Ala Gin Leu Glu Gin Gin lie Ala Thr 
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100 



105 



110 



Phe Asn Pro Gin Asp val Ala Gly Tyr Arg Gin Phe Leu Ala Tyr Ser 
115 120 125 

Gin Asp val Phe Arg Glu Gly Tyr Leu Lys Leu Gly Thr Val Pro Phe 
130 135 140 

Leu His Phe Arg Asp Met Leu Arg Ala Gly Pro Gin Leu Gly Arg Leu 
145 150 155 160 



-J. 



Gin Ala Trp Arg Ser Val Tyr Ser Met val Ala Lys Phe lie His Asp 
165 170 175 



Asp His Leu Arg Gin Ala Phe ser Phe His Ser Leu Leu val Gly Gly 
180 185 190 

Asn Pro Phe Ala Thr Ser Ser lie Tyr Thr Leu lie His Ala Leu Glu 
195 200 205 

Arg Glu Trp Gly val Trp Phe Pro Arg Gly Gly Thr Gly Ala Leu Val 
210 215 220 

Asp Gly Met Ala Arg Leu Phe Arg Asp Leu Gly Gly Glu Leu Leu Leu 
225 230 235 240 

Asn Ala Glu val Ser Gin Leu Glu Thr Glu Gly Asn Arg lie Ser Gly 
245 250 255 

Val Gin Leu Lys Asp Gly Arg Arg Phe Ala Ala Ala Ala val Ala ser 
260 265 270 

Asn Ala Asp val val His Thr Tyr Asp Arg Leu Leu Ser Gin His Pro 
275 280 285 

Ala Ala Arg Lys Arg Ala Ala Thr Leu Lys Arg Lys Arg Met Ser Asn 
290 295 300 

Ser Leu Phe val Leu Tyr Phe Gly Leu Asn His Ala His Pro Gin Leu 
305 310 315 320 

Ala His His Thr val Cys Phe Gly Pro Arg Tyr Arg Glu Leu lie Asp 
325 330 335 

Glu lie Phe Asn ser Ser Gin Leu Ala Glu Asp Phe Ser Leu Tyr Leu 
340 345 350 

His Ala Pro Cys Ser Ser Asp Pro Ser Leu Ala Pro Ala Gly Cys Gly 
355 360 365 



Ser Phe Tyr Val Leu Ala Pro Val Pro His Leu Gly Thr Ala Ala He 
370 375 380 
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Asp Trp Gin Gin Glu Gly Pro Arg Leu Arg Asp Arg lie Phe Ala Tyr 
385 390 395 400 

Leu Glu Glu His Tyr Met Pro Gly Leu Arg Gin Gin Leu val Thr His 
405 410 415 

Arg Met Phe Thr Pro Phe Asp Phe Arg Asp Thr Leu His Ala His Gin 
420 425 430 

Gly ser Ala Phe ser Leu Glu Pro lie Leu Thr Gin Ser Ala Trp Phe 
435 440 445 

Arg Pro His Asn Arg Asp Ala Asp lie Thr Asn Leu Tyr Leu val Gly 
450 455 460 

Ala Gly Thr His Pro Gly Ala Gly val Pro Gly val lie Gly ser Ala 
465 470 475 480 

Lys Ala Thr Ala Gin Leu Met val Glu Asp Leu Thr Gly 
485 490 



<210> 9 
<211> 930 
<212> DNA 

<213> Pectobacteri um 


cypri pedii 


DC416 








<400> 9 
atgaaccaac 


cgccgctgat 


tgagcaggtc 


acgcaaacca 


tggcgcaggg 


ctccaaaagt 


60 


ttcgccagcg 


ctacccggct 


atttgatcct 


tcaacgcgcc 


gcagtacgct 


gatgctgtac 


120 


gcctggtgtc 


gtcactgtga 


cgatgtgata 


gatggtcaga 


cgctgggcga 


aggcggcacg 


180 


cagcacgcgg 


tggcggatgc 


acaggcgcgg 


atgcgccacc 


tgcaaatcga 


aacccgccgc 


240 


gcctacagcg 


gtgcccacat 


ggatgaacca 


gcgtttcgtg 


cctttcagga 


agtggcgctg 


300 


acgcatcagc 


ttccccagca 


gctggctttt 


gatcatctgg 


aagggtttgc 


gatggatgcg 


360 


cgtgaagaac 


gttatgcgtg 


tttcggggac 


acgctgcgtt 


actgctatca 


cgtggccggc 


420 


gtggtggggt 


taatgatggc 


gcgcgtgatg 


ggcgtacgtg 


atgagcgcgt 


actcgatcac 


480 


gcctgtgatt 


tgggtctggc 


gtttcagctt 


accaatatcg 


cacgggatat 


cgttgaggac 


540 


gcggagaatg 


gccgttgcta 


tctgccacaa 


agctggctgg 


atgaggccgg 


actgagcgcc 


600 


gcccagcttg 


ccgatccgca 


acatcgcgca 


gcgctggccc 


cgctggcagc 


gcgtctggtg 


660 


cgcgaggccg 


agccgtacta 


tcagtcagcg 


cgcagcgggc 


tgccaggatt 


gccgctccgt 


720 


tcggcgtggg 


cgatcgccac 


cgcgcgcggc 


gtttaccggg 


aaattggcgt 


aaaagtgcag 


780 


catgccggtg 


cccgggcatg 


ggatacgcgc 


cagcgcacca 


gtaaaggcga 


aaagctggcg 


840 


ctgctggtga 


aaggtgccgg 


cgtcgcgctt 


acttcgcgcc 


ttgctcatcc 


cgaggcgcgt 


900 


cctgccggtc 


tgtggcagcg 


tccgcgttga 








930 
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<210> 10 
<211> 309 
<212> PRT 

<213> Pectobacterium cypripedii DC416 
<400> 10 

Met Asn Gin Pro Pro Leu lie Glu Gin val Thr Gin Thr Met Ala Gin 
15 10 15 

Gly Ser Lys Ser Phe Ala Ser Ala Thr Arg Leu Phe Asp Pro Ser Thr 
20 25 30 

Arg Arg Ser Thr Leu Met Leu Tyr Ala Trp Cys Arg His Cys Asp Asp 
35 40 45 

Val lie Asp Gly Gin Thr Leu Gly Glu Gly Gly Thr Gin His Ala val 
50 55 60 

Ala Asp Ala Gin Ala Arg Met Arg His Leu Gin lie Glu Thr Arg Arg 
65 70 75 80 

Ala Tyr ser Gly Ala His Met Asp Glu Pro Ala Phe Arg Ala Phe Gin 
85 90 95 

Glu Val Ala Leu Thr His Gin Leu Pro Gin Gin Leu Ala Phe Asp His 
100 105 110 

Leu Glu Gly Phe Ala Met Asp Ala Arg Glu Glu Arg Tyr Ala Cys Phe 
115 120 125 

Gly Asp Thr Leu Arg Tyr Cys Tyr His val Ala Gly val val Gly Leu 
130 135 140 

Met Met Ala Arg val Met Gly val Arg Asp Glu Arg Val Leu Asp His 
145 150 155 160 

Ala Cys Asp Leu Gly Leu Ala Phe Gin Leu Thr Asn lie Ala Arg Asp 
165 170 175 

lie val Glu Asp Ala Glu Asn Gly Arg Cys Tyr Leu Pro Gin Ser Trp 
180 185 190 

Leu Asp Glu Ala Gly Leu Ser Ala Ala Gin Leu Ala Asp Pro Gin His 
195 200 205 

Arg Ala Ala Leu Ala Pro Leu Ala Ala Arg Leu Val Arg Glu Ala Glu 
210 215 220 

Pro Tyr Tyr Gin Ser Ala Arg Ser Gly Leu Pro Gly Leu Pro Leu Arg 
225 230 235 240 

Ser Ala Trp Ala lie Ala Thr Ala Arg Gly Val Tyr Arg Glu lie Gly 
245 250 255 
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Val Lys Val Gin His Ala Gly Ala Arg Ala Trp Asp Thr Arg Gin 
260 265 270 



Thr Ser Lys Gly Glu Lys Leu Ala Leu Leu val Lys Gly Ala Gly val 
275 280 285 

Ala Leu Thr Ser Arg Leu Ala His Pro Glu Ala Arg Pro Ala Gly Leu 
290 295 300 

Trp Gin Arg Pro Arg 
305 

<210> 11 
<211> 537 

<212> DNA 



<213> Pectobacteri urn 


cypri pedi i 


DC416 








<400> 11 
atgatgctct 


ggttatggaa 


tgcgcttatc 


ctgctggcta 


ccgtgatact 


gatggagatc 


60 


gtcgcggcgc 


tgtcgcataa 


atacattatg 


catggctggg 


gatggggctg 


gcatttgtcg 


120 


catcatgaac 


cacatgagag 


caaatttgag 


ctcaacgacc 


tgtatgccgt 


ggtgtttgcg 


180 


ctgttgtcga 


ttggcctgat 


ttggctgggt 


gtcaacggcg 


tctggccgct 


gcagtggatt 


240 


ggcgctggca 


tgacgaccta 


tggcgctctc 


tattttatgg 


tgcatgacgg 


cctggtccat 


300 


caacgctggc 


cgtttcgcta 


tattccacgc 


aaaggctatc 


tgaagcggtt 


gtatatggcg 


360 


caccgcatgc 


atcatgcggt 


gcggggacgg 


gaaggctgcg 


tttcctttgg 


ctttctttac 


420 


gccccaccgt 


tgcacaagct 


gcaggcgacg 


ctgcgccagc 


gccatgggcg 


tcgtgtcaac 


480 


gcggacgctg 


ccacagaccg 


gcaggacgcg 


cctcgggatg 


agcaaggcgc 


gaagtaa 


537 


<210> 12 
<211> 178 
<212> PRT 

<213> Pectobacteri urn 


cypri pedi i 


DC416 









<400> 12 

Met Met Leu Trp Leu Trp Asn Ala Leu lie Leu Leu Ala Thr val lie 
15 10 15 

Leu Met Glu lie Val Ala Ala Leu ser His Lys Tyr lie Met His Gly 
20 25 30 

Trp Gly Trp Gly Trp His Leu ser His His Glu Pro His Glu Ser Lys 
35 40 45 

Phe Glu Leu Asn Asp Leu Tyr Ala val val Phe Ala Leu Leu ser lie 
50 55 60 

Gly Leu lie Trp Leu Gly val Asn Gly val Trp Pro Leu Gin Trp lie 
65 70 75 80 
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Gly Ala Gly Met Thr Thr Tyr Gly Ala Leu Tyr Phe Met val His Asp 
85 90 95 



Gly Leu val His Gin Arg Trp Pro Phe Arg Tyr lie Pro Arg Lys Gly 
100 105 110 

Tyr Leu Lys Arg Leu Tyr Met Ala His Arg Met His His Ala val Arg 
115 120 125 

Gly Arg Glu Gly cys Val Ser Phe Gly Phe Leu Tyr Ala Pro Pro Leu 
130 135 140 

His Lys Leu Gin Ala Thr Leu Arg Gin Arg His Gly Arg Arg val Asn 
145 150 155 160 

Ala Asp Ala Ala Thr Asp Arg Gin Asp Ala Pro Arg Asp Glu Gin Gly 
165 170 175 

Ala Lys 



<210> 13 

<211> 19 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer HK12 

<400> 13 

gagtttgatc ctggctcag 19 

<210> 14 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer JCR14 

<400> 14 

acgggcggtg tgtac 15 

<210> 15 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer JCR15 

<400> 15 

gccagcagcc gcggta 16 

<210> 16 

<211> 1331 

<212> DNA 

<213> Pectobacterium cypripedii DC416 
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aacacatgca 


agtcgaacgg 


cagcacagaa 


gagcttgctc 


tttgggtggc 


gagtggcgga 


60 


cgggtgagta 


atgtctggga 


aactgcccga 


tggaggggga 


taactactgg 


aaacggtagc 


120 


taataccgca 


taacgtcgca 


agaccaaagt 


gggggacctt 


cgggcctcac 


accatcggat 


180 


gtgcccagat 


gggattagct 


agtaggtggg 


gtaatggctc 


acctaggcga 


cgatccctag 


240 


ctggtctgag 


aggatgacca 


gccacactgg 


aactgagaca 


cggtccagac 


tcctacggga 


300 


ggcagcagtg 


gggaatattg 


cacaatgggc 


gcaagcctga 


tgcagccatg 


ccgcgtgtat 


360 


gaagaaggcc 


ttcgggttgt 


aaagtacttt 


cagcggggag 


gaaggcggtg 


aggttaataa 


420 


ccttgccgat 


tgacgttacc 


cgcagaagaa 


gcaccggcta 


actccgtgcc 


agcagccgcg 


480 


gtaatacgga 


gggtgcaagc 


gttaatcgga 


attactgggc 


gtaaagcgca 


cgcaggcggt 


540 


ctgttaagtc 


agatgtgaaa 


tccccgggct 


taacctggga 


actgcatttg 


aaactggcag 


600 


gcttgagtct 


cgtagagggg 


ggtagaattc 


caggtgtagc 


ggtgaaatgc 


gtagagatct 


660 


ggaggaatac 


cggtggcgaa 


ggcggccccc 


tggacgaaga 


ctgacgctca 


ggtgcgaaag 


720 


cgtggggagc 


aaacaggatt 


agataccctg 


gtagtccacg 


ccgtaaacga 


tgtcgacttg 


780 


gaggttgtgc 


ccttgaggcg 


tggcttccgg 


agctaacgcg 


ttaagtcgac 


cgcctgggga 


840 


gtacggccgc 


aaggttaaaa 


ctcaaatgaa 


ttgacggggg 


cccgcacaag 


c^99tggagca 


900 


tgtggtttaa 


ttcgatgcaa 


cgcgaagaac 


cttacctggc 


cttgacatcc 


agagaactta 


960 


gcagagatgc 


tttggtgcct 


tcgggaactc 


tgagacaggt 


gctgcatggc 


tgtcgtcagc 


1020 


tcgtgttgtg 


aaatgttggg 


ttaagtcccg 


caacgagcgc 


aacccttatc 


ctttgttgcc 


1080 


agcggttcgg 


ccgggaactc 


aaaggagact 


gccggtgata 


aaccggagga 


aggtggggat 


1140 


gacgtcaagt 


catcatggcc 


cttacggcca 


gggctacaca 


cgtgctacaa 


tggcgcatac 


1200 


aaagagaagc 


gacctcgcga 


gagcaagcgg 


acctcataaa 


gtgcgtcgta 


gtccggattg 


1260 


gagtctgcaa 


ctcgactcca 


tgaagtcgga 


atcgctagta 


atcgtagatc 


agaatgctac 


1320 


ggtgaatacg 


t 










1331 



<210> 17 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer TET-1 FP-1 

<400> 17 

g99tgcgcat gatcctctag agt 23 

<210> 18 
<211> 8675 
<212> DNA 

<213> Pectobacterium cypripedii DC416 
<400> 18 

aacccgggct aatgggggtg acaagcccca ggccggccaa acaatcaggt ggaagggccc 60 
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ggtgccgagg 


caatttgctc 


gatttgcaac 


gcaccagccg 


tggcaaacag 


cgcacggtag 


120 


cgctcacgaa 


actgatcggc 


gatggcacta 


tgagtcgacg 


gcggagcgcc 


cggatcggcc 


180 


aggtgatcga 


gatccagcgc 


ctgtaacagt 


aaccgcccgc 


cgccgtccgg 


ccgcacgttc 


240 


agctgcggag 


aaatcaggtt 


ggtgccaagc 


gataacggct 


gtggtgcggt 


gcgcgccaga 


300 


aagctgcagg 


ccaccgcatc 


aggcttgctg 


gtgtcaatca 


gcgccagttc 


cagaccaagc 


360 


gtatgcagca 


gctgattggc 


ccagcgtccg 


gtcgccagca 


ccagacgatc 


accctgccac 


420 


cgctcaccct: 


gctccagctg 


caccgtcacg 


ccttccgcat 


iAm Am ^m mm, ^m Am mm mm Am 

tttcactaat 


gtgctgaatc 


480 


gcctgatgct 


gatgcagtac 


cgcgccgtgc 


gcctgcgcct 


ctgaccacag 


ccgtgccaga 


540 


tacagcgctg 


gatagagcac 


cgattccgtt 


ggaaaatgcc 


agatgctgcc 


gtgtaccgca 


600 


gacgcgcgca 


gttcaggaat 


ttcctgctgc 


agctcggcca 


gcgtcctttg 


ccgtgccgca 


660 


tagccagcgg 


cctgcaaggc 


ggtggcacgc 


tgctgcagtt 


gctgttcggc 


ttcacccgtg 


720 


ccggcccact 


cccaggtgcc 


acaaggttcc 


agccagcgca 


cgccattggt 


ctgcgtcagc 


780 


tgcagccgga 


tatgctcctc 


catcgccagc 


gcattgaggc 


ggtgatagct 


ggcaggctgt 


840 


tttccgttgg 


agtttaccca 


ggcaaatgtg 


gtgctgctgg 


tgcccgcgcc 


catgtgttgc 


900 


cggtcaaaga 


gggtcacctg 


cgccccctgc 


cgcgccagcg 


cccacgccac 


ggcgaggccg 


960 


atcacacccg 


caccgattac 


cgccactttt 


tgcgtcgtca 


tagctgtctc 


ctctgctcgc 


1020 


ccaacatca't 


aacagtcacc 


gcagcgaaaa 


ctggcctgag 


ggtcatagga 


attacttctc 


1080 


ag at "tat "tea 


ataaataaaa 


aaagcgtgac 


ggtgcgttaa 


agtcgcttcg 


ctcgctggcg 


1140 


cactccccLt 


^ccgggtcta 


cggttaattg 


aaaaagcaca 


agaatttaac 


taaccatgga 


1200 


aagccgctat: 


gaccgcccat 


gtcgatacca 


cagcaagcca 


ggaaagcgat 


ctccttcagt 


1260 


tgcatcacgc 


attgcaggcc 


catcttgaac 


n 'Am Am M Am .tfHa 

atttattgcc 


tgccgggcag 


caggccgatc 


1320 


gcgttcgggc 


cgccatgcgt 


gccggcacgc 


tggcaccggg 


caaacgtatt 


cgtccgctct 


1380 


tgctgctgct 


ggcagcacgc 


gatatgggct 


gtgacgtggc 


gcagcagggc 


atccttgatc 


1440 


ttgcctgtgc 


ggtcgaaatg 


gtgcacgctg 


cctcactgat 


cctcgacgac 


attccatcaa 


1500 


tggataacgc 


ccggatgcga 


cgtgggcgcc 


cggcaatcca 


ctgtgaatat 


ggggaaaacg 


1560 


tggcgatcct 


ggcagcggtc 


gcgctactca 


gccgcgcctt 


tgaggtgatt 


gccctcgcgc 


1620 


cgggtctgcc 


agcaacgcac 


aaagccgaag 


ccattgccga 


gctctcctct 


gccgtgggcc 


1680 


tgcagggact 


ggttcagggt 


cagttccagg 


atctgcatga 


cggcgcacac 


agccgcagtc 


1740 


cggaagccat 


caccctgacc 


aatgaactga 


aaaccagcgt 


cctgtttcgc 


gccacgctgc 


1800 


agatggcggc 


gattgcggcc 


gatgcgtcag 


tgcaggtacg 


tcagcgttta 


agctattttg 


1860 


cgcaggattt 


aggtcaggct 


ttccagttac 


tggacgacct 


ggcggatggc 


tctaagcaca 


1920 


ccggcaagga 


ctgtcatcag 


gatcagggca 


aatccacgct 


ggtgcagatg 


ctgggcccgg 


1980 


aaggggctga 


gcgtcgtctg 


cgcgaccatc 


taagcagcgc 


cgatgcacac 


cttgcctgcg 


2040 


cctgccatcg 


cggtgtcgcc 


acccgtcaat 


atatgcacgc 


cctgtttaat 


caacagctgg 


2100 


cgatgttcaa 


ctgaagccgg 


tcatacctat 


ggggcatttt gccgttattg 
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cgccaccgct 


2160 



ctacagccac 


tttcacgcat 


tgcaggcgct 


ggcgcaaacg 


ctgctggcgc 


gcggacatcg 


2220 


catcaccttt 


atccagcaaa 


gtgatgcacg 


caccttgctg 


agcgacgagc 


gcattgcctt 


2280 


tgtggccgtc 


ggcgagcgca 


cgcatcctgc 


cggatcgctc 


tccagcgaac 


tcaggcggct 


2340 


ggccgcaccg 


ggcgggctgt 


cgctgtttcg 


cgtgattcac 


gatctggcca 


gcaccaccga 


2400 


tatgctatgc 


cgcgaactgc 


ccgcggtgct 


gcaacggctg 


caggtcgatg 


gcgtgattgc 


2460 


cgatcaaatg 


gaagcggctg 


gtggtctggt 


ggcagaggcg 


ttacagctgc 


cgttcgtgtc 


2520 


ggtggcctgc 


gcgctgccgg 


tcaatcgcga 


agcggccatt 


ccgctggtgg 


tgatgccctt 


2580 


tcgctttgct 


caggatgaga 


aagcgctgca 


gcgctatcag 


gccagcagtg 


acatctacga 


2640 


ccgcatcatg 


cgtcgtcatg 


gcgctgtcat 


cgctcgtcat 


gcgcgcgcct 


tcggcctgcc 


2700 


cgaacgccat 


ggcttacatc 


agtgtctgtc 


gccgctggcg 


caaatcagtc 


agctggtgcc 


2760 


cgcttttgat 


tttccacgcc 


agcaactgcc 


agcctgctat 


cacagcgtgg 


gtccgctgcg 


2820 


gactccagtt 


gctagcggcg 


cgctcgccgc 


accctggcca 


gcgctgcgcc 


agccggtggt 


2880 


gtatgcctcg 


ctgggcacgc 


tacaggggca 


tcgctttcgc 


ctgtttctgc 


atctggctca 


2940 


ggcctgccgc 


aatcagcagc 


tgtcgctggt 


ggtggcacac 


tgtggcgggt 


tgaccgccag 


3000 


ccaggcacat 


cagctcagac 


tggccggtgc 


tgcgtgggtg 


accgattttg 


tggatcagcg 


3060 


ggcggcgctg 


cagcatgcgc 


aactgtttat 


cactcacgcc 


ggtctgaaca 


gtgcgctgga 


3120 


agcactggag 


tgtggcacgc 


cgatgctggc 


gctgccgatc 


gccttcgatc 


agcccggcgt 


3180 


ggcggcacgt 


attgagtggc 


acggcgtcgg 


ccggcgcgcc 


tcacgtttca 


gccgggtcgc 


3240 


gcagctggag 


caccacctgc 


aacagttgct 


gagtgacgat 


cgctatcgtc 


tgcgcatgtc 


3300 


agccattcag 


gcgcagctgc 


agcgggccgg 


tggctgtacg 


cgcgcggctg 


atattgtcga 


3360 


gcaggcgctg 


tgtcagcagc 


aaatcgtgct 


ggcggaggcc 


acctgatgcg 


cgcaccttat 


3420 


gatgtcattc 


tggtcggtgc 


cggcctggct 


aacgggctga 


ttgcgctgcg 


tttacgccag 


3480 


ctgcagcccg 


cacttaaggt 


tttgctactg 


gagagtcagg 


cgcagccggc 


cggcaatcat 


3540 


acctggtcgt 


tccatcgcga 


agacgtcagc 


gaagcgcagt 


ttcgctggct 


cgagccgctg 


3600 


ctttcggcgc 


gctggcccgg 


ttatcaggta 


cgcttcccca 


ccctgcgtcg 


ccagctggat 


3660 


ggtgaatatt 


gctcgattgc 


ctcggaggat 


tttgcccggc 


acttacagca 


ggtgctcggt 


3720 


gccgcgctac 


gcaccgcagc 


gccggtcagc 


gaggtctcac 


ccaccggggt 


cagactggcg 


3780 


gatggcggga 


tgttacaggc 


gcaggcggtg 


attgacggac 


gcgggctgca 


gccgacaccg 


3840 


catctgcagc 


tcggctatca 


ggcatttgtc 


ggtcaggagt 


ggcaactggc 


cgcgccgcat 


3900 


ggcctgcagc 


agccaatatt 


gatggacgcc 


agcgtcgatc 


agcagcaggg 


ttatcgcttt 


3960 


gtttacaccc 


tgccgctcag 


tgccagccgt 


ttactgattg 


aagataccca 


ctacatcaac 


4020 


catgccacgc 


tggatgccgc 


acaggcgcgc 


cgtcacatta 


cggattatgc 


ccaccagcgc 


4080 


ggctggaatt 


tgcgccagct 


gctgcgcgag 


gagcacggct 


cgctgccgat 


cacgctcagc 


4140 


ggcgatatcg 


atcagttctg 


gcaacagcag 


cacgggcaac 


cgtgcagcgg 


gctgcgcgcc 


4200 
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6120 
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tttgatcctt 


caacgcgccg 


cagtacgctg 


atgctgtacg 


cctggtgtcg 


6180 


tcactgtgac 


gatgtgatag 


atggtcagac 


gctgggcgaa 


ggcggcacgc 


agcacgcggt 


6240 


ggcggatgca 


caggcgcgga 


tgcgccacct 


gcaaatcgaa 


aeccgccgcg 


cctacagcgg 


6300 
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tgcccacatg 


gatgaaccag 


cgtttcgtgc 


ctttcaggaa 


gtggcgctga 


cgcatcagct 


6360 


tccccagcag 


ctggcttttg 


atcatctgga 


agggtttgcg 


atggatgcgc 


gtgaagaacg 


6420 


ttatgcgtgt 


ttcggggaca 


cgctgcgtta 


ctgctatcac 


gtggccggcg 


tggtggggtt 


6480 


aatgatggcg 


cgcgtgatgg 


gcgtacgtga 


tgagcgcgta 


ctcgatcacg 


cctgtgattt 


6540 


gggtctggcg 


tttcagctta 


ccaatatcgc 


acgggatatc 


gttgaggacg 


cggagaatgg 


6600 


ccgttgctat 


ctgccacaaa 


gctggctgga 


tgaggccgga 


ctgagcgccg 


cccagcttgc 


6660 


cgatccgcaa 


catcgcgcag 


cgctggcccc 


gctggcagcg 


cgtctggtgc 


gcgaggccga 


6720 


gccgtactat 


cagtcagcgc 


gcagcgggct 


gccaggattg 


ccgctccgtt 


cggcgtgggc 


6780 


gatcgccacc 


gcgcgcggcg 


tttaccggga 


aattggcgta 


aaagtgcagc 


atgccggtgc 


6840 


ccgggcatgg 


gatacgcgcc 


agcgcaccag 


taaaggcgaa 


aagctggcgc 


tgctggtgaa 


6900 


aggtgccggc 


gtcgcgctta 


cttcgcgcct 


tgctcatccc 


gaggcgcgtc 


ctgccggtct 


6960 


gtggcagcgt 


ccgcgttgac 


acgacgccca 


tggcgctggc 


gcagcgtcgc 


ctgcagcttg 


7020 


tgcaacggtg 


99gcgtaaag 


aaagccaaag 


gaaacgcagc 


cttcccgtcc 


ccgcaccgca 


7080 


tgatgcatgc 


ggtgcgccat 


atacaaccgc 


ttcagatagc 


ctttgcgtgg 


aatatagcga 


7140 


aacggccagc 


gttgatggac 


caggccgtca 


tgcaccataa 


aatagagagc 


gccataggtc 


7200 


gtcatgccag 


cgccaatcca 


ctgcagcggc 


cagacgccgt 


tgacacccag 


ccaaatcagg 


7260 


ccaatcgaca 


acagcgcaaa 


caccacggca 


tacaggtcgt 


tgagctcaaa 


tttgctctca 


7320 


tgtggttcat 


gatgcgacaa 


atgccagccc 


catccccagc 


catgcataat 


gtatttatgc 


7380 


gacagcgccg 


cgacgatctc 


catcagtatc 


acggtagcca 


gcaggataag 


cgcattccat 


7440 


aaccagagca 


tcattggtcc 


atttgcgaag 


agtgagagta 


taaaggtgga 


cgtggatagc 


7500 


gaaaggcgca 


agtccccggc 


aaaaaaacgc 


accggcagcg 


taaataccag 


ccaggtcacg 


7560 


gacgcgtgct 


atcaccttca 


gacaagcaaa 


gcggcaagag 


ggttatcctg 


catggcggcc 


7620 


gggtgggtct 


gctttacatc 


gatttaacag 


ctggttagta 


tagccagcgg 


ttcagcggtc 


7680 


caggctgctg 


cgtacgcgtt 


aacgtcaatc 


aacgcaccat 


atgcagagac 


tttctgcctc 


7740 


atttctatgg 


tgcgcaacat 


gtcccatacc 


gctttatctg 


ctgattctgc 


cctgcgtcgt 


7800 


tccggctttt 


tcctgctgct 


actgttactc 


accgccgcca 


acttacgcac 


gcccatcacc 


7860 


gctaccgggc 


cggtactgga 


aaatattcgc 


ctgacatttg 


gcctgagcgc 


cagcgctgcc 


7920 


ggcgtgatta 


actttttacc 


gctgctgatg 


tttgccacgc 


tggctccgcc 


agccgcctgg 


7980 


tttggcaatc 


gctttggcct 


ggagcgcagt 


ctgtgggggg 


ctttactcct 


gatcgtcctg 


8040 


ggttcactgc 


tgcgaatcag 


cggcagcgaa 


acggcactgt 


ggctgggtac 


gctgattctc 


8100 


agcagcggga 


tcgcggcggc 


caacgtcctg 


ctgccgccgc 


tgattaagcg 


ggattacacc 


8160 


gcgcacaccg 


cgcgttatat 


cgggctgtat 


gccatgacca 


tgggcatcac 


cgccagcatc 


8220 


gcttccggcg 


tggccgtgcc 


gctggccgaa 


ctcagcagcg 


ccggctggcg 


tctgtcgctg 


8280 


gcggtctggc 


tgattccggc 


tctggtcgcg 


ctactggcgt 


ggctgccgca 


gctgaaaaat 


8340 
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cccgcgacgc gtgagcagcg cgcgacagag gtcaccgtaa cgcgttcgcc gtgtcgttcc 8400 

gcgatcggct ggcaggtgtc gctgttcatg gccagccagt cgctgctgtt ttataccctg 8460 

attggctggt ttaccccgtt cgcacaggat aatggcatca gtcagcttca ggcaggcagc 8520 

atgttgtttg tctatcaaat tgtggcgatc gcctccaatc tggcctgtat gcgggcgctg 8580 

aagcagctgc gcgatcagcg tctgatcggg ctactggcct cgctgtcgat cttcatcgcg 8640 

gtgaccggcc tgctgctggc acccgcatgg tctct 8675 



<210> 19 

<211> 31 

<212> DNA 

<213> artificial sequence 

<220> 

<223> Primer pWEB416F 

<400> 19 

gaattcacta accatggaaa gccgctatga c 



<210> 20 

<211> 26 

<212> DNA 

<213> artificial sequence 
<220> 

<223> Primer pWEB416R 

<400> 20 

gaattcaacg cggacgctgc cacaga 



31 



26 
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